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W 213 Artificial or Unknown found in <213> in SEQ ID 
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SEQUENCE LISTING 

<110> The Victoria University of Manchester 
Douglas, Kenneth 
Bichenkova, Elana 
Savage, Hannah 
Sardarian, Alireza 

<120> Exciplexes 

<13 0> PBA/P8 9 3 68PWO 

<140> 10554266 
<141> 2007-08-21 

<160> 26 

<170> Patentln version 3.1 

<210> 1 

<211> 16 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 16mer nucleic acid target 

<400> 1 

gccaaacaca gaatcg 

<210> 2 
<211> 8 



<212> 
<213> 



DNA 

Artificial Sequence 



<220> 

<223> 8mer labelled probe 

<400> 2 
cggtttgt 

<210> 3 

<211> 8 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 8mer labelled probe 

<400> 3 
gt ctt age 

<210> 4 

<211> 16 

<212> RNA 

<213> Artificial Sequence 

<220> 

<223> RNA target strand 

<400> 4 

gccaaacaca gaaucg 

<210> 5 

<211> 8 

<212> DNA 

<213> Artificial Sequence 



<223> Oligonucleotide probe 

<400> 5 
gacttagc 

<210> 6 

<211> 17 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Target DNA sequence containing insertion 

<400> 6 

gccaaacagc agaatcg 

<210> 7 

<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Target DNA sequence containing insertion 

<400> 7 

gccaaacagt cagaatcg 

<210> 8 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Target DNA containing 3' mismatch 1 

<400> 8 

gccaaacaca gaatag 16 

<210> 9 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Target DNA containing 3' mismatch 2 

<400> 9 

gccaaacaca ggatcg 16 

<210> 10 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Target DNA containing 3' mismatch 3 

<400> 10 

gccaaacaaa gaatcg 16 

<210> 11 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Target DNA containing 3' double mismatch 



<400> 11 

gccaaacaca ggatgg 16 



<210> 12 
<211> 16 



<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Target DNA containing 5' mismatch 1 

<400> 12 

gacaaacaca gaatcg 16 

<210> 13 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Target DNA containing 5' mismatch 2 

<400> 13 

gccagacaca gaatcg 16 

<210> 14 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Target DNA containing 5' mismatch 3 



<400> 14 
gccaaactca gaatcg 



16 



<210> 15 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Target DNA containing 5' double mismatch 

<400> 15 

gacagacaca gaatcg 16 

<210> 16 

<211> 9 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide target 

<400> 16 

atgcactgc 9 

<210> 17 

<211> 3 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide probe 

<400> 17 
tac 

<210> 18 



<211> 
<212> 
<213> 

<220> 

<223> 

<400> 
agg 

<210> 
<211> 
<212> 
<213> 

<220> 

<223> 

<400> 
tacg 

<210> 
<211> 
<212> 
<213> 

<220> 

<223> 

<400> 
gagg 

<210> 
<211> 



3 

DNA 

Artificial Sequence 



Oligonucleotide probe 
18 

3 

19 
4 

DNA 

Artificial Sequence 



Oligonucleotide probe 
19 

4 

20 
4 

DNA 

Artificial Sequence 



Oligonucleotide probe 



20 



21 
5 



<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Oligonucleotide probe 

<400> 21 
tacgt 

<210> 22 

<211> 5 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Oligonucleotide probe 

<400> 22 
ggagg 

<210> 23 

<211> 8 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Oligonucleotide probe 

<400> 23 
tgtttggc 

<210> 24 

<211> 8 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide probe 

<400> 24 

cgattggc 8 

<210> 25 

<211> 8 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide probe 

<400> 25 

tgcttggc 8 

<210> 26 

<211> 8 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide probe 



<400> 26 
cgatt ctg 



8 



